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Abstract 

Treatment of cancer patients with low molecular weight heparin (LMWH) appears to 

have beneficial effects. In this study, the influence of low molecular weight heparin (LMWH) 

on tissue factor (TF) expression and activity in five cell lines from various tissues was 

analysed and explored. Incubation of cells with LMWH (0-2000 µg/ml) resulted in the 

downregulation of TF mRNA expression which was both LMWH concentration-dependent 

and time-dependent. Downregulation of TF was also measured as decreased cellular TF 

antigen and activity. Consistently, incubation of cells with LMWH suppressed the nuclear 

localisation and the transcriptional activity of NFκB. Decreased TF mRNA was largely 

achievable by incubating the cells with an NFκB inhibitor alone while incubation with 

betulinic acid to activate NFκB reversed the inhibitory influence of LMWH. Cells were also 

incubated with a range of concentrations of EGF (0-10 ng/ml), bFGF (0-20 ng/ml) or VEGF 

(0-4 ng/ml) in the presence or absence of LMWH (200 µg/ml) for 24 h and TF antigen 

measured. Inclusion of LMWH reduced TF expression in response to EGF, bFGF or VEGF 

but TF expression was partially restored by increasing concentrations of the growth factors. 

We conclude that LMWH downregulates TF expression in vitro through a mechanism that 

involves interference with the function of growth factors which in turn is mediated through 

the downregulation of the transcriptional activity of NFκB. This mechanism may also explain 

some of the beneficial influences attributed to LMWH therapy in the treatment of cancer 

patients. 

Keywords: tissue factor, low molecular weight heparin, NFκB, growth factor receptor, cancer 

cell lines 

Abbreviations: TF: tissue factor, LMWH: low molecular weight heparin, NFκB: nuclear 

factor κB, EGF: epidermal growth factor, bFGF: basic fibroblast growth factor, VEGF: 

vascular endothelial growth factor 
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1. Introduction 

The association between increased tissue factor (TF) expression and thrombotic 

complications in cancer is well established [1], and the expression of TF by tumour cells is 

suggested to be an early event during the onset of the disease [2]. High levels of TF activity 

have been shown to increase the risk of thrombotic events in cancer patients [3-7] and in 

particular, the release of TF as circulating microparticles is reported to be an important link 

between cancer and thrombosis [8-12]. Heparin treatment of cancer patients has been 

reported to be beneficial in the control of the hypercoagulable state [13]. In addition to the 

anticoagulant effect, heparin-compounds have been associated with the reduction in the 

cellular procoagulant activity [14-16]. In particular, low molecular weight heparin (LMWH) 

is thought to be effective in the regulation of the procoagulant activity [17]. Similarly, we 

previously reported the reduction in levels of circulating TF in the plasma from pancreatic 

cancer patients receiving prophylactic LMWH, compared to those not receiving the treatment 

[18]. The majority of the data reporting the influence of LMWH treatment on TF expression 

has been acquired from in vivo measurements carried out in cancer patients. Therefore, due to 

the heterogeneous nature of the samples, any possible specificity of the action of LMWH on 

downregulating TF expression is undetermined. In order to examine the influence of LMWH 

in a homogenous population of cells, in this study we have investigated the influence of 

LMWH on TF expression and activity in cancer cell lines from five separate tissues; 

pancreatic, breast, colocarcinoma, ovarian and melanoma. We have quantified the TF mRNA 

and protein, as well as the surface TF activity in these cells. In addition, we have identified 

the transcriptional activity and cellular localisation of nuclear factor-κB (NFκB) as the likely 

mechanism by which LMWH downregulates TF expression. The regulation of TF expression 

by NFκB has previously been reported [19] and it is known that heparin exerts an anti-

inflammatory influence on cells [20-24]. The mechanism by which LMWH suppresses the 
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transcriptional activity of NFκB is thought to involve interference with the nuclear 

translocation of NFκB [22-24]. Finally, by incubating the cell lines with a range of 

concentrations of epidermal growth factor (EGF), basic fibroblast growth factor (bFGF) and 

vascular endothelial growth factor (VEGF) in the presence and absence of LMWH, we have 

postulated an underlying mechanism by which LMWH prevents the induction of TF 

expression, by suppressing the growth factor receptor-mediated activation of NFκB. 

 

2. Material and Methods 

2.1. Cell culture 

The pancreatic cell line BxPC-3 (LGC-ATCC, Teddington, UK) was cultured in RPMI-

1640 medium; MDA-MB-231 breast cancer cell line was cultured in Leibovitz's L-15 

medium; LoVo colocarcinoma cell line was cultured in F-12K medium; SKOV-3 ovarian 

cancer cell line was cultured in McCoy's 5a medium and A375 malignant melanoma cell line 

was cultured in Dulbecco's Modified Eagle's medium. All preparations of media contained 

10% (v/v) foetal calf serum (FCS) and 1% (v/v) antibiotic/antimycotic solution. The 

expression and activity of TF in these cells was confirmed as described below. Cells were 

supplemented with a range of LMWH concentrations (Mr ~3,000) (Sigma Chemical 

Company Ltd, Poole, UK) containing approximately 56 units/mg of heparin activity and 

confirmed using dalteparin at equivalent activities (units/ml). 

 

2.2. Preparation of standard TF mRNA and measurement of TF mRNA expression by 

quantitative real-time RT-PCR 

To prepare a TF mRNA standard, full-length TF cDNA was cloned into the pT7T3-18 

vector and used to express the target mRNA. The plasmid was digested with Sac I (10 units, 

Promega Corporation, Southampton, UK) at 37°C for 1 h and the 3’-overhang was filled in 
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with T4-DNA polymerase (9.7 units/ml, Promega). TF mRNA was transcribed using the 

MAXIscript®-T7T3 in vitro-transcription kit (Ambion/Applied Biosystems, Warrington, 

UK). The DNA was then destroyed with DNase I (2 units) and the mRNA precipitated and 

washed with 70% (v/v) ethanol. The mRNA sample was then reconstituted and the 

concentration and purity of RNA established. The identity of the TF mRNA was confirmed 

by end-point RT-PCR prior to use. One-step end-point RT-PCR was carried out using Ready-

To-Go RT-PCR beads (Amersham Pharmacia Biotech Inc, Giles, UK) and 100 ng of standard 

mRNA as before [25]. The amplification (30 cycles) was performed as follows: 1 min at 

95°C, 1 min at 60 °C, followed by 1 min at 72°C. The primers used were (TF-forward) 5'-

ACCTGGAGACAAACCTCGGAC-3' and (TF-reverse) 5'-

GAGTTCTCCTTCCAGCTCTGC-3'. Products were visualised on a 1.5% (w/v) agarose gel. 

Sets of cells (2×10
5
/ml) were incubated with a range of LMWH concentrations (0-2000 

µg/ml) for 24 h. Total RNA was isolated using the TRI-reagent system (Sigma) from 10
6
 

cells. Real-time RT-PCR was carried out using primer sets designed to detect TF and β-actin 

and optimised by adhering to criteria for successful analysis [26]. Single-step RT-PCR was 

carried out in triplicates using 100 ng of total RNA from each sample tested. A set of 

previously prepared standard TF mRNA ranging 0.05-10 ng was included. The reaction was 

carried out at an annealing temperature of 60°C using the PowerSYBR Green RNA-to-CT 1-

Step Kit (Applied Biosystems, Warrington, UK) on an iCycler thermal cycler (Bio-Rad, 

Hemel Hempstead, UK) and the data analysed. The primers used were: 

TF-forward: 5'-TACAGACAGCCCGGTAGAGTG-3', 

TF-reverse: 5'-GAGTTCTCCTTCCAGCTCTGC-3', 

β-actin-forward: 5'-TGATGGTGGGCATGGGTCAGA-3', 

β-actin-reverse: 5'-GTCGTCCCAGTTGGTGACGAT-3' 
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Following the reaction, the data were adjusted relative to the β-actin and then the exact 

TF mRNA quantities determined from the standard curve prepared using the in vitro-

transcribed TF mRNA. 

 

2.3. Measurement of total TF antigen, cell surface TF activity and released-TF activity 

Sets of cells (2×10
5
/ml) were incubated with a range of LMWH concentrations (0-2000 

µg/ml) for 24 h and in some instances, with 200 µg/ml for up to 6 days. To measure the total 

cellular TF antigen the cells were lysed in the presence of a protease inhibitor cocktail 

(Active Motif) and 20 µg of the samples analysed using a TF-antigen ELISA kit (Affinity 

Biologicals, Ancaster, Canada) as described before [27]. Microparticle-derived TF was 

measured by ELISA directly. The TF concentrations were determined against a standard 

curve prepared simultaneously using recombinant TF (0-200 ng/ml) (American Diagnostica 

Inc., Stamford, USA). Additionally, the TF activities on the cells and released into the media 

were measured using a chromogenic assay based on quantifying the activity of the generated 

thrombin, as previously described [28]. 

 

2.4. Isolation of cell-derived microparticles and determination of microparticle density 

Microparticles were isolated from conditioned media from each cell line by 

ultracentrifugation as described previously [29,30]. Briefly, the media were centrifuge in a 

microcentrifuge at 8,000 rpm for 10 min to remove cell debris. The microparticles were then 

sedimented by centrifuging at 100,000g for 60 min at 20°C. The pellet was then resuspended 

in PBS and sedimented again and finally, the pellet was resuspended in 100 µl of PBS. 

Microparticle density was determined using the Zymuphen microparticle assay kit (Hyphen 

BioMed, Quadratech, Epsom, UK) and equal amounts of microparticles were then used to 

measure the TF content as described above. 
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2.5. Cell transfection and quantification of NFκB activity and measurement of nuclear 

translocation of NFκB 

Cells (510
5
/well) pre-adapted to OptiMEM-1 media, were transfected with the 

Pathdetect pNFκB-Luc plasmid (1 µg, Stratagene, Cambridge, UK) using Lipofectin 

according to the manufacturer’s instructions. The cells were then incubated with a range of 

LMWH concentrations (0-2000 µg/ml) for 24 h prior to measuring the luciferase activity as 

previously described [25,31]. Additionally, a set of untransfected cells was treated for 24 h 

with the NFκB inhibitor, pyrrolidinedithiocarbamate ammonium (Tocris Bioscience, Bristol, 

UK) (10 µM) prior to measuring TF antigen expression, as before [25]. In order to measure 

the nuclear localisation of NFκB, sets of cell lines were incubated for 24 h in the presence of 

LMWH (200 µg/ml) together with an untreated sample, a sample treated with 

pyrrolidinedithiocarbamate ammonium and a sample treated with betulinic acid (1.04 µM) to 

activate NFκB (30 min). Cellular nuclei were prepared from the samples using the Nuclear 

Extract Kit (Active Motif, Rixensart, Belgium), and lysed in cell lysis buffer (Active Motif) 

containing protease inhibitors. The concentration of the total protein was determined using 

Bradford protein estimation reagent (Sigma). The samples were then diluted 1:1 (v/v) with 2 

Laemmli’s sample buffer and similar quantities of protein were separated by 12% (w/v) SDS-

PAGE electrophoresis. The proteins were then transferred onto nitrocellulose overnight, 

blocked in TBST buffer (Tris-HCl (20 mM) pH 8.0, 150 mM NaCl, Tween 20 (0.05% w/v)) 

and probed with a polyclonal anti-human NFκB-p65 antibody (eBioscience, Hatfield, UK) 

diluted 1:2000 (v/v) in TBST buffer, washed and probed with a goat anti-rabbit HRP-

conjugated antibody (Santa Cruz Biotechnology) diluted 1:1000 (v/v) and developed using 

stabilised 3,3,’5,5 Tetramethylbenzidine (TMB)-stabilised substrate (Promega Corporation). 

Visible bands were recorded using the GeneSnap Program (SynGene). In addition, sets of 
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cells were treated as above but were fixed with 3 % (v/v) glutaraldehyde for 15 min and then 

washed with PBS. The cells were permeabilised using 0.2 % (v/v) Triton X-100 for 15 min 

and blocked with 10 % (w/v) goat serum (Santa Cruz Biotechnology) for 30 min. The rabbit 

anti-human p65 antibody was diluted 1:500 in PBS containing 1 % (w/v) BSA and cells 

incubated with the antibody solution for 1 h. The cells were then washed three times with 

PBS. A goat anti-rabbit FITC-conjugated antibody was diluted 1:500 in PBS containing 1 % 

(w/v) BSA and incubated with the cells for 1h. The cells were washed four times with PBS 

and the slide mounted in mounting media containing DAPI. Images were acquired using 

fluorescence imaging microscopy and captured using MetaVue software. 

 

2.6. Influence of the supplementation of cells with EGF, bFGF or VEGF on the 

downregulation of TF by LMWH 

Each cell line (2×10
5
/ml of media) was supplemented with a range of concentrations of 

either EGF (0-10 ng/ml), bFGF (0-20 ng/ml) (Sigma Chemical Company Ltd.) or VEGF (0-4 

ng/ml) (TCS Cellworks, Buckingham, UK) in the presence or absence of LMWH (200 

µg/ml). The cells were incubated for 24 h and the amount of TF antigen determined by 

ELISA, as above. 

 

2.7. Statistical analysis 

Unless otherwise stated, all values presented are the mean value from the number of 

experiments stated, together with the derived standard error of mean. Statistical analysis was 

carried out using the Statistical Package for the Social Sciences (SPSS Inc. Chicago, USA). 

One-Way ANOVA procedure was used for the analysis of variance of data. 
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3. Results 

Prior to the study, the expression of TF in all five cell lines was confirmed and the cells 

were shown to exhibit a significant amount of TF mRNA, antigen and cell surface activity 

(data presented as untreated samples within the sections below). No significant change in 

level of apoptosis was detected in any of the LMWH-treated cells, compared to untreated 

cells. 

 

3.1. Influence of LMWH on cellular TF expression and activity 

At an optimal primer concentration of 100 nM, the real-time PCR efficiency was 

consistently greater than 83%. Furthermore, the amplification of the standard TF mRNA was 

linear over the range of 0.05-10 ng with a correlation coefficient of 0.989 and therefore 

minimum sensitivity of the reaction was assumed to be 0.05 ng of TF mRNA. The basal 

expression of TF mRNA was highest in LoVo cells (10.7 ± 3.0 ng/10
6
 cells), lower in BxPC-

3 (7.9 ± 1.0 ng/10
6
 cells), MDA-MB-231 (8.6 ± 2.8 ng/10

6
 cells) and A375 cells (8.6 ± 0.3 

ng/10
6
 cells) and lowest in SKOV-3 cells (7.7 ± 0.1 ng/10

6
 cells). Incubation of BxPC-3, 

LoVo and MDA-MB-231 cells for 24 h, with 20 µg/ml, or higher concentrations of LMWH 

resulted in the suppression of TF mRNA expression (Fig. 1A). In addition, the 

downregulation of TF mRNA expression was achievable with 200 µg/ml of LMWH in A375 

and SKOV-3 cells. The expression of TF mRNA decreased at different rates in the five cells 

lines on incubation with LMWH (200 µg/ml) (Fig. 1B) but remained unaltered in untreated 

cells (not shown) adjusted to cell numbers. 

Incubation of BxPC-3, LoVo and A375 cells with LMWH resulted in the reduction in 

detectable total TF antigen which was achievable at differing LMWH concentrations. 

However, the level of TF antigen did not drop below 60% of the untreated control in any of 

these cell lines (Fig. 2). In contrast, cellular TF decreased rapidly at high concentrations of 
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LMWH (200-2000 µg/ml) in MDA-MB-231 and SKOV-3 cells, diminishing to 

approximately 21% of the untreated control. Moreover, prolonged incubation of BxPC-3, 

LoVo and A375 cells with LMWH (200 µg/ml) suppressed the expression of TF protein over 

the 6 days (Fig. 2B) but remained unaltered in untreated cells (not shown) adjusted to cell 

numbers. In addition to the total TF antigen, incubation of all cells with LMWH resulted in 

the reduction in detectable cell surface TF activity, achievable at differing LMWH 

concentrations (Fig. 3A). The reduction in TF activity was also time-dependent (Fig. 3B) but 

remained unaltered in untreated cells (not shown). Pre-incubation of cells with a polyclonal 

TF-neutralising antibody (American Diagnostica Inc) resulted in no detectable chromogenic 

activity confirming the TF activity on the cells surface (not shown). Finally, the concentration 

of released TF into the conditioned media of the untreated samples remained unaltered on 

treatment with LMWH (0-2000 µg/ml) in all cell lines tested (Fig 4A). In contrast, 

continuous incubation of cells with LMWH (200 µg/ml) resulted in progressive decrease in 

microparticle-derived TF (Fig 4B) which approximated the pattern of surface-TF activity 

(Fig. 3B). The rate of release of microparticles was not significantly altered by any of the 

treatments and no additional TF antigen was detectable in microparticle-depleted conditioned 

media. 

 

3.2. Influence of LMWH on NFκB transcriptional activity and nuclear translocation of NFκB 

The Pathdetect-cis luciferase reporting system was optimised as previously described 

[25,31]. This is a quantitative technique that measures the transcriptional activity of NFκB 

taking into account influences from other signalling mechanisms which can interfere with the 

translocation of NFκB into the nucleus. Incubation of cells with a range of LMWH 

concentrations (0-2000 µg/ml) resulted in the dose-dependent suppression of basal NFκB 

activity in BxPC-3 and MDA-MB-231 cells (Fig. 5). LMWH was also effective in 
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suppression of basal NFκB activity in LoVo and SKOV-3, and in A375 cells at the higher 

concentrations (200-2000 µg/ml). Furthermore, incubation of all the tested cells with the 

NFκB inhibitor pyrrolidinedithiocarbamate ammonium (10 µM) resulted in decreases in TF 

antigen expression (Fig. 6A) that were comparable to inhibition levels achieved with LMWH 

(Fig. 2). Finally, inclusion of betulinic acid (1.04 µM) to activate NFκB, reversed the 

suppression of TF antigen expression by LMWH (200 µg/ml) (Fig. 6B). This data was 

consistent with the suppression of the nuclear translocation of NFκB upon treatment of cells 

with LMWH (200 µg/ml) which was comparable but lower than inhibition with 

pyrrolidinedithiocarbamate ammonium (Fig. 6C and Supplemental Fig. I show MDA-MB-

231 cells). Furthermore, the level of nuclear NFκB in untreated cells was comparable to that 

induced by incubation with betulinic acid. 

 

3.3. Influence of the supplementation of cells with EGF, bFGF or VEGF on the 

downregulation of TF expression by LMWH 

Incubation of all cell lines with EGF (2.5-10 ng/ml) resulted in dose-dependent 

increases in TF expression, with the greatest increases observed in LoVo, SKOV-3 and A375 

cells (supplemental Fig II). Furthermore, inclusion of LMWH (200 µg/ml) significantly 

reduced the TF expression in response to EGF in BxPC-3, MDA-MB-231 and SKOV-3 cells, 

but was partially counteracted on incubation with higher concentrations of EGF in LoVo, 

MDA-MB-231, SKOV-3 and A375 cells (Fig 7). Supplementation of cells with bFGF (5-20 

ng/ml) also resulted in dissimilar increases in TF expression in BxPC-3, SKOV-3 and A375 

cells (supplemental Fig II). Furthermore, inclusion of LMWH (200 µg/ml) resulted in the 

reduction in TF expression in all cell lines but was counteracted by increasing concentrations 

of bFGF in BxPc-3, MDA-MB-231 and SKOV-3 cells. Finally, incubation with VEGF (1-4 

ng/ml) resulted in large increases in the expression of TF in SKOV-3 and A375 cells 
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(supplemental Fig II), while the inclusion of LMWH (200 µg/ml) resulted in decreases in TF 

expression which were counteracted to differing extents at higher concentrations of VEGF in 

all cell lines (Fig. 7). 

 

4. Discussion 

It has previously been reported that treatment of patients with LMWH has beneficial 

influences beyond that of the immediate anticoagulant effect, through suppressing TF 

expression [17,18,32-35]. In these experiments, we explored the underlying mechanism by 

which LMWH suppresses TF expression in cancer cells. We have shown that incubation of 

cells with LMWH (20-2000 µg/ml) resulted in the suppression of TF mRNA expression, but 

became effective at various concentrations of LMWH in the different cell lines tested (Fig. 

1). The suppression of TF mRNA expression was also time-dependent affecting the cells at 

different intervals. Downregulation of mRNA expression was concurrent with the 

suppression of the transcriptional activity and nuclear translocation of NFκB by LMWH at 

approximately the same effective concentrations in all cell lines tested (Fig. 5 and MDA-MB-

231 cell shown in Fig. 6C and supplemental Fig. I). However, NFκB was affected to a greater 

extent by LMWH in BxPC-3 and MDA-MB-231 cell lines than TF mRNA levels. It is known 

that in addition to the NFκB promoter region, the TF mRNA may also be transcribed through 

AP1, SP1 and EGR1 promoter sites [19]. Therefore, while the transcriptional activation of 

NFκB generates a large proportion of expressed TF mRNA in these cells, we cannot rule out 

additional contribution from the other promoters in these two cell lines. Consequently, 

although the NFκB activity is suppressed by incubation of cells with LMWH, the expression 

of TF mRNA is not attenuated proportionally due to the activity of other enhancer proteins. 

The function of NFκB in the regulation of TF expression in tall cells was confirmed by the 

inhibition of NFκB using an inhibitor while the involvement of NFκB in the mechanism of 
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inhibition by LMWH was demonstrated using the NFκB activator betulinic acid (Fig. 6). 

Although betulinic acids is also known to induce apoptosis in tumour cells, the concentrations 

used by us (1.04 µM) were far lower than those reported to induce apoptosis (15-80 µM) [36-

38] and no cell apoptosis was detected in our experiments. 

Decreases in both TF antigen and TF activity levels on incubation with LMWH were 

not to the same extent as the reductions in TF mRNA levels. Decreases in TF antigen levelled 

off at above 60% of the untreated control in BxPC-3, LoVo and A375 cells (Fig. 2) on 

incubation with high concentrations of LMWH (2000 µg/ml), suggesting the presence of a 

reservoir of intracellular TF that is not immediately depleted on suppression of TF mRNA 

expression. This is in agreement with the concept that TF exists in various pools within cells 

[39,40]. Moreover, the moderate decrease in total TF antigen in these cells was reflected in 

cell-surface TF activity which decreased to 72%, 55% and 65% of the untreated control in 

BxPC-3, LoVo and A375 cells respectively (Figs. 2A and 3A). In addition, the activity of TF 

released by these cells remained constant on incubation with LMWH (Fig 4A). In contrast, 

the level of TF antigen, and to a lesser extent TF activity, in MDA-MB-231 and SKOV-3 

cells was reduced significantly on incubation with LMWH suggesting that the majority of the 

remaining cellular TF was present at the surface of these cells. Therefore, it may be 

hypothesised that MDA-MB-231 and SKOV-3 cells readily transfer and release TF into the 

media. In contrast, BxPC-3, LoVo and A375 cells may retain a higher proportion of TF 

within intracellular reservoirs. This mechanism explains the presence of high TF antigen 

levels in LoVo cells, despite the rapid decrease in TF mRNA. Furthermore, the rapid release 

of TF also explains the large reductions in TF antigen in SKOV-3 cells despite modest 

downregulation of TF mRNA, in response to LMWH. A previous study showed not effect of 

LMWH on tumour TF activity in mouse xenograft model of cancer [14]. However, in this 

model, LMWH was administered as a single bolus injection prior to the injection of the 
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tumour cells into the animals. In our study, the time-course of the downregulation of TF 

antigen and activity in BxPC-3, LoVo and A375 cell lines indicates that treatment of these 

cell lines with LMWH (200 µg/ml) resulted in the progressive downregulation of TF antigen 

expression (Fig. 2B) and release of TF (Fig 4B) over 6 days and was cumulative over the 

period of testing. The gradual reduction of cellular and released TF antigen further supports 

the presence of intracellular reservoirs of TF that replenish the surface TF. It is also 

noteworthy that the rate of microparticle release was independent of that of TF release and 

did not significantly alter during the period of testing. It is therefore possible that prolonged 

treatment with LMWH would be required for any effective long term control of TF-mediated 

hypercoagulable state. In this work, we were unable to sustain the cells for longer durations 

due to excessive cell proliferation. However, these data are in agreement with our previous 

clinical observations in pancreatic cancer patients indicating that prophylactic treatment with 

dalteparin may reduce the level of circulating TF antigen in the plasma of patients compared 

to those not receiving LMWH [18]. Consequently, our data indicate that therapeutic levels of 

LMWH, comparable to 20-200 µg/ml of the LMWH used here (activity = 0.1-1 units/ml) 

may be effective in reducing the risk of recurrent TF-induced thrombosis in a number of 

cancer cells. This study was carried out using LMWH obtained from Sigma Chemical 

Company Ltd, and confirmed using dalteparin. Therefore, one also has to take in to 

consideration that different LMWH preparations used as pharmacological agents are likely to 

have varying anti-neoplastic properties [41] attributed to the varying length of fractionated 

heparin chains in these preparations, stemming from different methods of production. 

Therefore, clinical doses relevant for ‘secondary prophylaxis’ would have to be used in a 

twice daily schedule to achieve sustained levels of anticoagulant activity of 0.5-1.5 units/ml 

(3,500-10,500 units for a 70 kg average adult). In fact multiple daily doses of 5,000 units 

have been reported in the prophylactic treatment of cancer patients [42,43] and dalteparin 
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dosages of 2,500-18,000 units have been cited in protocols. These values are comparable to 

the concentrations used in this study (200 µg/ml = approximating 1 unit/ml) and therefore it 

is likely that attenuation of TF expression is realistic at these therapeutic doses. 

 

In order to examine the hypothesis that LMWH downregulates TF expression through 

interfering with growth factor receptor signalling and subsequent suppression of basal NFκB 

transcriptional activity, we measured the effectiveness of LMWH (200 µg/ml) in suppressing 

TF expression in the presence of increasing concentrations of the growth factors EGF, bFGF 

and VEGF. The engagement of growth factor receptors with their receptors is known to 

induce NFκB activity [44] through parallel signalling pathways including the mitogen 

activated protein kinase pathway [45]. Furthermore, the increased expression of growth factor 

receptors is known to be an underlying cause of the hyperactivity of cancer cells to growth 

factors [46,47]. Our data suggest that LMWH may interfere with the interaction of the growth 

factors tested here (and possibly others) with their respective cell surface receptors. The 

interaction of heparin with bFGF and VEGF but not EGF is well documented. Therefore, one 

possible explanation for the observed decrease in the TF expression may involve interference 

with the action of heparin binding-EGF component co-purified with the isolated EGF 

preparation. In addition, increasing concentrations of growth factors partially reduced the 

effectiveness of LMWH in reducing TF expression (Fig. 7). Furthermore, the cell lines used 

in this study exhibited distinctive sensitivities to growth factors and therefore, were affected 

by LMWH to different extents. In particular, the expressions of TF in LoVo and A375 cells 

were neither significantly influenced on supplementation with the lower concentrations of 

LMWH (Fig 1A), nor were they greatly reversed by the inclusion of growth factors (Fig 7). 

This in turn may be indicative of a functional mutation in the growth receptors as discussed 
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previously [48], rendering these hyper-responsive and therefore, less subject to normal 

cellular regulation. 

 

5. Conclusions 

The benefits of LMWH in the treatment of cancer patients have previously been 

reported [49]. Moreover, the beneficial effects of anticoagulants in cancer patients do not 

appear to be due to any direct antitumour effects and have been attributed to the suppression 

of the release of circulating TF [50]. Data obtained from this investigation suggest that 

LMWH is capable of downregulating the expression of TF mRNA through a mechanism 

which appears to involve the suppression of the transcriptional activity of NFκB and 

subsequently results in the gradual reduction of the intracellular TF reservoir. Since this 

stored TF can replenish the active cell-surface TF, the eventual depletion of the reserves 

would result in the lower levels of procoagulant cellular TF, and released TF-containing 

microparticles by the tumour cells. Therefore, the benefits of LMWH therapy may extend 

beyond the immediate inhibition of coagulation and sustained therapy may be advantageous 

in limiting the expression of TF. 

 

Acknowledgement 

The support of the Castle Hill Hospital Cancer Trust Fund is acknowledged. 

 

References 

[1] Tilley, R.E. Holscher, T. Belani, R. Nieva, J. Mackman, N. Tissue factor activity is 

increased in a combined platelet and microparticle sample from cancer patients. 

Thromb. Res. 122 (2008) 604-609. 



 17 

[2] Khorana, A.A. Ahrendt, S.A. Ryan, C.K. Francis, C.W. Hruban, R.H. Hu, Y.C. 

Hostetter, G. Harvey, J. Taubman, M.B. Tissue factor expression, angiogenesis, and 

thrombosis in pancreatic cancer. Clin. Cancer Res. 13 (2007) 2870-2875. 

[3] Haas, S.L. Jesnowski, R. Steiner, M. Hummel, F. Ringel, J. Burstein, C. Nizze, H. 

Liebe, S. Löhr, J.M. Expression of tissue factor in pancreatic adenocarcinoma is 

associated with activation of coagulation. World J. Gastroenterol. 12 (2006) 4843-4849. 

[4] Khorana, A.A. Francis, C.W. Menzies, K.E. Wang, J.G. Hyrien, O. Hathcock, J. 

Mackman, N. Taubman, M.B. Plasma tissue factor may be predictive of venous 

thromboembolism in pancreatic cancer. J. Thromb. Haemost. 6 (2008) 1983-1985. 

[5] Hu, T. Bach R.R. Horton R. Konigsberg W.H. Todd M.B. Procoagulant activity in 

cancer cells is dependent on tissue factor expression. Oncol. Res. 6 (1994) 321-327. 

[6] Kasthuri, R.S. Taubman, M.B. Mackman, N. Role of tissue factor in cancer. J. Clin. 

Oncol. 27 (2009) 4834-4838. 

[7] Khorana, A.A. Cancer and thrombosis: implications of published guidelines for clinical 

practice. Ann. Oncol. 20 (2009) 1619-1630. 

[8] Tesselaar, M.E. Romijn, F.P. Van Der Linden, I.K. Prins, F.A. Bertina, R.M. Osanto, S. 

Microparticle-associated tissue factor activity: a link between cancer and thrombosis? J. 

Thromb. Haemost. 5 (2007) 20-27. 

[9] Zwicker, J.I. Predictive value of tissue factor bearing microparticles in cancer 

associated thrombosis. Thromb. Res. S2 (2010) S89-91. 

[10] Zwicker, J.I, Liebman, H.A. Neuberg, D. Lacroix, R. Bauer, K.A. Furie, B.C. Furie, B. 

Tumor-derived tissue factor-bearing microparticles are associated with venous 

thromboembolic events in malignancy. Clin. Cancer Res. 15 (2009) 6830-6840. 



 18 

[11] Tesselaar, M.E. Romijn, F.P. van der Linden, I.K. Bertina, R.M. Osanto, S. 

Microparticle-associated tissue factor activity in cancer patients with and without 

thrombosis. J. Thromb. Haemost. 7 (2009) 1421-1423. 

[12] Davila, M. Amirkhosravi, A. Coll, E. Desai, H. Robles, L. Colon, J. Baker, C.H. 

Francis, J.L. Tissue factor-bearing microparticles derived from tumor cells: impact on 

coagulation activation. J. Thromb. Haemost. 6 (2008) 1517-1524. 

[13] Khorana A.A. Fine R.L. Pancreatic cancer and thromboembolic disease. Lancet Oncol. 

5 (2004) 655-663. 

[14] Niers, T.M. Brüggemann, L.W. Klerk, C.P. Muller, F.J. Buckle, T. Reitsma, P.H. 

Richel, D.J. Spek, C.A. Van Tellingen, O. Van Noorden, C.J. Differential effects of 

anticoagulants on tumor development of mouse cancer cell lines B16, K1735 and CT26 

in lung. Clin. Ex.p Metastasis 26 (2008) 171-178. 

[15] Nguyên, P. Rémy, M.G. Potron, G. Comparative inhibition of LPS-activated human 

monocyte-induced thrombin generation by unfractionated heparin and low molecular 

weight heparins. Haemostasis 29 (1999) 301-309. 

[16] Durand, E. Helley, D. Al Haj Zen, A. Dujols, C. Bruneval, P. Colliec-Jouault, S. 

Fischer, A.M. Lafont, A. Effect of low molecular weight fucoidan and low molecular 

weight heparin in a rabbit model of arterial thrombosis. J. Vasc. Res. 45 (2008) 529-

537. 

[17] Kakkar, A.K. Williamson, R.C. Prevention of venous thromboembolism in cancer using 

low-molecular-weight heparins. Haemostasis 27S1 (1997) 32-37. 

[18] Maraveyas, A. Ettelaie, C. Echrish, H. Li, C. Gardiner, E. Greenman, J. Madden, L.A. 

Weight-adjusted dalteparin for prevention of vascular thromboembolism in advanced 

pancreatic cancer patients decreases serum tissue factor and serum-mediated induction 

of cancer cell invasion. Blood Coagul. Fibrinolysis 21 (2010) 452-458. 



 19 

[19] Mackman, N. Regulation of the tissue factor gene. Thromb Haemost 78 (1997) 747-

754. 

[20] Attanasio, M. Gori, A.M. Giusti, B. Pepe, G. Comeglio, P. Brunelli, T. Prisco, D. 

Abbate, R. Gensini, G.F. Neri Serneri, G.G. Cytokine gene expression in human LPS- 

and IFNγ-stimulated mononuclear cells is inhibited by heparin. Thromb. Haemost. 79 

(1998) 959-962. 

[21] Myrvang-Hogasen, A.K. Mu, J.S. Zhu, H.S. Geng, J.G. Heparin suppresses 

lipopolysaccharide-induced monocyte production of several cytokines, but 

simultaneously stimulates C3 production. Thromb. Res. 80 (1995) 179-184. 

[22] Hochart, H. Jenkins, P.V. Smith, O.P. White, B. Low-molecular weight and 

unfractionated heparins induce a downregulation of inflammation: decreased levels of 

proinflammatory cytokines and nuclear factor-kappaB in LPS-stimulated human 

monocytes. Br. J. Haematol. 133 (2006) 62-67. 

[23] Manduteanu, I. Voinea, M. Antohe, F. Dragomir, E. Capraru, M. Radulescu, L. 

Simionescu, M. Effect of enoxaparin on high glucose-induced activation of endothelial 

cells. Eur. J. Pharmacol. 477 (2003) 269-276. 

[24] Thourani, V.H. Brar, S.S. Kennedy, T.P. Thornton, L.R. Watts, J.A. Ronson, R.S. Zhao, 

Z.Q. Sturrock, A.L. Hoidal, J.R. Vinten-Johansen, J. Nonanticoagulant heparin inhibits 

NF-kappaB activation and attenuates myocardial reperfusion injury. Am. J. Physiol. 

Heart Circ. Physiol. 278 (2000) H2084-2093. 

[25] Ettelaie, C. Collier, M.E. James, N.J. Li, C. Induction of tissue factor expression and 

release as microparticles in ECV304 cell line by Chlamydia pneumoniae infection. 

Atherosclerosis 190 (2007) 343-351. 

[26] Bustin, S.A. Absolute quantification of mRNA using real-time reverse transcription 

polymerase chain reaction assays. J. Mol. Endocrinol. 25 (2000) 169-193. 



 20 

[27] Li, C. Colman, L.M. Collier, M.E. Dyer, C.E. Greenman, J. Ettelaie, C. Tumour-

expressed tissue factor inhibits cellular cytotoxicity. Cancer Immunol. Immunother. 55 

(2006) 1301-1308. 

[28] Ettelaie, C. Su, S. Li, C. Collier, M.E. Tissue factor-containing microparticles released 

from mesangial cells in response to high glucose and AGE induce tube formation in 

microvascular cells. Microvasc. Res. 76 (2008) 152-160. 

[29] Collier, M.E. Ettelaie, C. Regulation of the incorporation of tissue factor into 

microparticles by serine phosphorylation of the cytoplasmic domain of tissue factor. J 

Biol Chem. 286 (2011) 11977-11984. 

[30] Collier, M.E. Ettelaie, C. Induction of endothelial cell proliferation by recombinant and 

microparticle-tissue factor involves beta1-integrin and extracellular signal regulated 

kinase activation. Arterioscler Thromb Vasc Biol. 30 (2010) 1810-1817. 

[31] Ettelaie, C. Li, C. Collier, M.E. Pradier, A. Frentzou, G.A. Wood, C.G. Chetter, I.C. 

McCollum, P.T. Bruckdorfer, KR, James, NJ. Differential functions of tissue factor in 

the trans-activation of cellular signalling pathways. Atherosclerosis 194 (2007) 88-101. 

[32] Gori, A.M. Pepe, G. Attanasio, M. Falciani, M. Abbate, R. Prisco, D. Fedi, S. Giusti, B. 

Brunelli, T. Giusti, B. Brunelli, T. Comeglio, P. Gensini, G.F. Neri Serneri, G.G. Tissue 

factor reduction and tissue factor pathway inhibitor release after heparin administration. 

Thromb. Haemost. 81 (1999) 589-593. 

[33] Kakkar, A.K. Levine, M.N. Kadziola, Z. Lemoine, N.R. Low, V. Patel, H.K. Rustin, G. 

Thomas, M. Quigley, M. Williamson, R.C. Low molecular weight heparin, therapy with 

dalteparin, and survival in advanced cancer: the fragmin advanced malignancy outcome 

study (FAMOUS). J Clin Oncol. 22 (2004) 1944-1948. 

[34]  Klerk, C.P. Smorenburg, S.M. Otten, H.M. Lensing, A.W. Prins, M.H. Piovella, F. 

Prandoni, P. Bos, M.M. Richel, D.J. van Tienhoven, G. Büller, H.R. The effect of low 



 21 

molecular weight heparin on survival in patients with advanced malignancy. J Clin 

Oncol. 23 (2005) 2130-2135. 

[35] Altinbas, M. Coskun, H.S. Er, O. Ozkan, M. Eser, B. Unal, A. Cetin, M. Soyuer, S. A 

randomized clinical trial of combination chemotherapy with and without low-

molecular-weight heparin in small cell lung cancer. J Thromb Haemost. 2 (2004) 1266-

1271. 

[36] Li, Q. Li, Y. Wang, X. Fang, X. He, K. Guo, X. Zhan, Z. Sun, C. Jin, Y.H. Co-

treatment with ginsenoside Rh2 and betulinic acid synergistically induces apoptosis in 

human cancer cells in association with enhanced capsase-8 activation, bax 

translocation, and cytochrome c release. Mol Carcinog. 50 (2011):760-769. 

[37] Jiang, M. Zhou, Y. Yang, M. Zhang, R. Zou, M. Cai, G. Pan, D. Influence of betulinic 

acid on proliferation, migration, cell cycle and apoptosis of pancreatic cancer cells. 

Zhongguo Zhong Yao Za Zhi. 35 (2010) 3056-3059. 

[38] Kommera, H. Kaluđerović, G.N. Kalbitz, J. Paschke, R. Lupane triterpenoids—betulin 

and betulinic acid derivatives induce apoptosis in tumor cells. Invest New Drugs. 29 

(2011) 266-272. 

[39] Schecter, A.D. Giesen, P.L. Taby, O. Rosenfield, C.L. Rossikhina, M. Fyfe, B.S. Kohtz, 

D.S. Fallon, J.T. Nemerson, Y. Taubman, M.B. Tissue factor expression in human 

arterial smooth muscle cells. TF is present in three cellular pools after growth factor 

stimulation. J. Clin. Invest. 100 (1997) 2276-2285. 

[40] Nemerson, Y. Giesen, P.L. Some thoughts about localization and expression of tissue 

factor. Blood Coagul. Fibrinolysis 9Sl (1998) S45-47. 

[41] Lin, P. Sinha, U. Betz, A. Antithrombin binding of low molecular weight heparins and 

inhibition of factor Xa. Biochim Biophys Acta. 1526 (2001)105-113. 



 22 

[42] Zanon, C. Bortolini, M. Chiappino, I. Low-molecular-weight heparin and calcium 

heparin in thrombosis prophylaxis in patients with percutaneous arterial and venous 

ports for colorectal liver metastases. Tumori. 91 (2005) 477-480. 

[43] Gerotziafas, G.T. Samama, M.M. Prophylaxis of venous thromboembolism in medical 

patients. Curr Opin Pulm Med. 10, (2004) 356-365. 

[44] Ulbrich, C. Westphal, K. Baatout, S. Wehland, M. Bauer, J. Flick, B. Infanger, M. 

Kreutz, R. Vadrucci, S. Egli, M. Cogoli, A. Derradji, H. Pietsch, J. Paul, M. Grimm, D. 

Effects of basic fibroblast growth factor on endothelial cells under conditions of 

simulated microgravity. J. Cell Biochem. 104 (2008) 1324-1341. 

[45] Mentlein, R. Forstreuter, F. Mehdorn, H.M. Held-Feindt, J. Functional significance of 

vascular endothelial growth factor receptor expression on human glioma cells. J. 

Neurooncol. 67 (2004) 9-18. 

[46] Moehler, M. Frings, C. Mueller, A. Gockel, I. Schimanski, C.C. Biesterfeld, S. Galle, 

P.R. Holtmann, M.H. VEGF-D expression correlates with colorectal cancer 

aggressiveness and is downregulated by cetuximab. World J. Gastroenterol. 14 (2008) 

4156-4167. 

[47] Bucci, B. D'Agnano, I. Botti, C. Mottolese, M. Carico, E. Zupi, G. Vecchione, A. EGF-

R expression in ductal breast cancer: proliferation and prognostic implications. 

Anticancer Res. 17 (1997) 769-774. 

[48] Hynes, N.E Lane, H.A. ERBB receptors and cancer: the complexity of targeted 

inhibitors. Nat. Rev. Cancer 5 (2005) 341–354 

[49] von Delius, S. Ayvaz, M. Wagenpfeil, S. Eckel, F. Schmid, R.M. Lersch, C. Effect of 

low-molecular-weight heparin on survival in patients with advanced pancreatic 

adenocarcinoma. Thromb. Haemost. 98 (2007) 434-439. 



 23 

[50] Signaevsky, M. Hobbs, J. Doll, J. Liu, N. Soff, G.A. Role of alternatively spliced tissue 

factor in pancreatic cancer growth and angiogenesis. Semin. Thromb. Hemost. 34 

(2008) 161-169. 

 

Figure Legends 

Figure 1 Analysis of the influence of LMWH on the expression of TF mRNA. 

Sets of cells (2×10
5
) were incubated with a range of LMWH concentrations (0-2000 

µg/ml) for 24 h (A) or with LMWH (200 µg/ml) for up to 6 days (B). Total RNA was 

isolated from the cells and analysed for TF expression by real-time quantitative RT-PCR. The 

data were normalised against β-actin mRNA in each sample and the quantity of RNA 

determined from a standard curve prepared by amplification of in vitro-transcribed TF 

mRNA. Data represent the mean of 3 experiments measured in triplicates (*=p<0.05 vs. 

respective untreated sample). 

Figure 2 Analysis of the influence of LMWH on the expression of TF antigen. 

Sets of cells (2×10
5
) were incubated with a range of LMWH concentrations (0-2000 

µg/ml) for 24 h (A) or with LMWH (200 µg/ml) for up to 6 days (B). The cells were then 

lysed and analysed by ELISA and TF concentrations determined from a standard curve 

prepared with recombinant TF alongside. Data represent the average of 4 experiments 

measured in duplicates (*=p<0.05 vs. respective untreated sample). 

Figure 3 Analysis of the influence of LMWH on TF activity. 

Sets of cells (2×10
5
) were incubated with a range of LMWH concentrations (0-2000 

µg/ml) for 24 h (A) or with LMWH (200 µg/ml) for up to 6 days (B). The cells were then 

resuspended in PBS and TF activity in samples (20 µl) measured using a chromogenic assay. 
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The absorption values were then converted into equivalent concentrations from a standard 

curve. Data represent the average of 3 experiments measured in duplicates (*=p<0.05 vs. 

respective untreated sample). 

 

Figure 4 Analysis of influence of LMWH on released TF antigen 

Sets of cells (2×10
5
) were incubated with a range of LMWH concentrations (0-2000 

µg/ml) for 24 h (A) or with LMWH (200 µg/ml) for up to 6 days (B). The media from the 

cells was then collected and the microparticles isolated by ultracentrifugation. The 

microparticles density was then measured and the TF concentration in equal amounts of 

microparticles determined. Data represent the average of 4 experiments measured in 

duplicates (*=p<0.05 vs. respective untreated sample). 

Figure 5 Analysis of the influence of LMWH on the transcriptional activity of NFκB. 

Sets of cells were transfected with the pNFκB-Luc plasmid, incubated with a range of 

LMWH concentrations (0-2000 µg/ml) for 24 h, lysed and luciferase activity measured. Data 

represent the average of 3 experiments measured in duplicates (*=p<0.05 vs. respective 

untreated sample). 

Figure 6 The influence of NFκB activity on TF expression and suppression by LMWH and 

nuclear localisation of NFκB. 

A) Cells (2×10
5
) were treated for 24 h with the NFκB inhibitor, 

pyrrolidinedithiocarbamate ammonium (10 µM) alongside an untreated set and the 

concentration of TF antigen measured by ELISA. B) Cells (2×10
5
) were treated for 24 h with 

LMWH (200 µg/ml) in the presence and absence of the NFκB activator, betulinic acid (1.04 

µM) alongside an untreated set. The concentration of TF antigen was then measured by 
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ELISA. Data represent the average of 3 experiments measured in duplicates (*=p<0.05 vs. 

respective untreated sample; #=p<0.05 vs. respective sample treated with LMWH). C) Sets of 

cells were incubated for 24 h in the presence of LMWH (200 µg/ml) together with an 

untreated sample, a sample treated with pyrrolidinedithiocarbamate ammonium and a sample 

treated with betulinic acid (1.04 µM) to activate NFκB (30 min). Cellular nuclei were 

prepared from the samples using the Nuclear Extract Kit, lysed in cell lysis buffer containing 

protease inhibitors. The concentration of the total protein was then determined and diluted 1:1 

(v/v) with Laemmli’s sample buffer and similar quantities of protein were separated by 12% 

(w/v) SDS-PAGE electrophoresis. Following transfer onto nitrocellulose, the membranes 

were blocked in TBST buffer and probed with a polyclonal anti human NFκB-p65 antibody 

diluted 1:2000 (v/v) in TBST buffer, washed and probed with a goat anti-rabbit HRP-

conjugated antibody (1:1000 (v/v)) and developed using stabilised 3,3,’5,5 

Tetramethylbenzidine (TMB)-stabilised substrate. All visible bands were recorded using the 

GeneSnap Program. 

Figure 7 Analysis of the influence of EGF, bFGF and VEGF on the downregulation of TF by 

LMWH. 

Sets of cells (2×10
5
) were incubated with a range of concentrations of EGF (0-10 

ng/ml), bFGF (0-20 ng/ml) or VEGF (0-4 ng/ml) in the presence or absence of LMWH (200 

µg/ml) for 24 h. The cells were then lysed and analysed by ELISA and TF concentrations 

determined from a standard curve prepared alongside. Percentage reduction in TF antigen 

was determined against samples containing the same concentrations of growth factor but 

devoid of LMWH. Data represent the average of 3 experiments measured in duplicates. 

*=p<0.05 for the alteration in the level of TF suppression against the respective sample, 

without growth factor. 


